Mutational spectra determination-Isolated WT and htb1-K123R (KR) colonies were streaked onto YPD plates, grown for 2 days at 30°C, and replica-plated onto SC+CAN medium in duplicate. The replica plates were treated with 0.0 and 15.0 J/m 2 UV light prior to another 2 days incubation at 30 o C. Fifty colonies displaying UV-induced (specific to the UV treated plate) or spontaneous (common to both UV treated and non-treated plates) CAN resistance were selected for CAN1 gene amplification by PCR and sequenced as described [1]. The sequencing covered the entire open reading frame. Readable sequences were obtained for the following number of samples (WT n=43; WT+UV n=47; KR n=41; KR+UV n=42).
Measurement of the spontaneous mutation rate and HU-and MMS-induced mutation frequency-The rates of spontaneous mutation and frequencies of induced mutation were determined by fluctuation analysis as described in Materials and Methods. For HU analysis, cells were treated with 20mM HU. For MMS analysis, cells were treated with 0.002% MMS for 90 minutes.
Hydroxyurea sensitivity assay-Five-fold serial dilutions of the indicated strains were spotted onto YPD plates containing no drug or 20mM HU. The plates were incubated for three days at 30°C and photographed. Figure S1 . Loss of H2Bub1 promotes mutagenesis in MMS treated cells. The graph shows frequencies of MMS-induced (0.002%) Can r mutations indicated for WT (black bar) and htb1-K123R (grey bar) cells. Frequencies are given as (x10 -7 ) and are medians calculated from 9 independent cultures (1 experiment). 95% confidence intervals are shown for each strain. *** represents a p-value ≤0.001. Figure S1 
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